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REC 



APPLICANT: SAKANO , 
ITOH, AKIRA 

TITLE OF INVENTION: DIFFERENTIATION -SUPPRESSIVE POLYPEPTIDE 
FILE REFERENCE: KP8447DIV MJ\R 2- 

CURRENT APPLICATION NUMBER: 09/995, 5 9 3A ...^.-r.nO 
CURRENT FILING DATE: 2002-02-28 *TZCW CENTER '' ^^"^ 

PRIOR APPLICATION NUMBER: 09/068,740 JLunv 
PRIOR FILING DATE: 1998-06-18 
PRIOR APPLICATION NUMBER: JP 7-299611 
PRIOR FILING DATE: 1995-11-17 
PRIOR APPLICATION NUMBER: JP 7-311811 
PRIOR FILING DATE: 1995-11-30 
PRIOR APPLICATION NUMBER: PCT/JP96/03356 
PRIOR FILING DATE: 1996-11-15 
NUMBER OF SEQ ID NOS : 48 
SOFTWARE: Patentln Ver. 2.1 
SEQ ID NO: 1 
LENGTH: 43 
TYPE : PRT 

ORGANISM: Homo sapiens 
FEATURE : 

NAME/KEY: MOD_RES 
LOCATION: (2) . . (4) 

OTHER INFORMATION: Unknown amino acid 
FEATURE : 

NAME/KEY: MOD_RES 
LOCATION: (7) . . (9) 

OTHER INFORMATION: Unknown amino acid 
FEATURE : 

NAME/KEY: MOD_RES 
LOCATION: (11) . . (13) 

OTHER INFORMATION: Unknown amino acid 
FEATURE : 

NAME/KEY: MOD_RES 
LOCATION: (20) 

OTHER INFORMATION: Unknown amino acid 
FEATURE : 

NAME/KEY: MOD_RES 
LOCATION: (24) . . (25) 

OTHER INFORMATION: Unknown amino acid 
FEATURE : 

NAME/KEY: MOD_RES 
LOCATION: (27) . . (29) 
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62 <223> OTHER INFORMATION : Unknown amino acid 

64 <220> FEATURE: 

65 <221> NAME/KEY: MOD_RES 

66 <222> LOCATION: (31).. (33) 

67 <223> OTHER INFORMATION: Unknown amino acid 

69 <220> FEATURE: 

70 <221> NAME/KEY: MOD_RES 

71 <222> LOCATION: (35).. (36) 

72 <223> OTHER INFORMATION: Unknown amino acid 

74 <220> FEATURE: 

75 <221> NAME/KEY: MOD_RES 

76 <222> LOCATION: (39) 

77 <223> OTHER INFORMATION: Unknown amino acid 

79 <220> FEATURE: 

80 <221> NAME/KEY: MOD_RES 

81 <222> LOCATION: (41).. (42) 

82 <223> OTHER INFORMATION: Unknown amino acid 
84 <400> SEQUENCE: 1 

W--> 85 Cys Xaa Xaa Xaa Tyr Tyr Xaa Xaa Xaa Cys Xaa Xaa Xaa Cys Arg Pro 

86 1 5 10 15 

W--> 88 Arg Asx Asp Xaa Phe Gly His Xaa Xaa Cys Xaa Xaa Xaa Gly Xaa Xaa 



89 



20 



25 



30 



W--> 91 Xaa Cys Xaa Xaa Gly Trp Xaa Gly Xaa Xaa Cys 



92 
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40 
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2 
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<211> LENGTH 


: 200 
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<212> TYPE: PRT 
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<213> ORGANISM: Homo 


sapiens 
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2 
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Cys 
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Thr 
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Lys 
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40 










45 
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Ser 


Val 
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Pro 


Glu 


Pro 


Pro 


Cys 


Thr 


Tyr 


Gly 


Ser 


Ala 


Val 


Thr 


Pro 
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55 
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Val 


Leu 


Gly 


Val 
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Ser 


Phe 


Ser 


Leu 


Pro 


Asp 


Gly 


Gly 


Gly 


Ala 


Asp 
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Ser 
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He 


Arg 


Phe 


Pro 


Phe 
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Trp 


Pro 
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He 


Glu 


Ala 


Leu 


His 


Thr 
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Ser 


Pro 


Asp 
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Leu 


Ala 


Thr 


Glu 


Asn 
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Glu 


Arg 
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He 
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Arg 


Leu 


Ala 


Thr 


123 
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125 
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Gin 


Arg 


His 


Leu 


Thr 


Val 


Gly 


Glu 


Glu 


Thr 


Ser 


Gin 


Asp 


Leu 


His 


Ser 


126 




130 










135 










140 










128 


Ser 


Gly 


Arg 


Thr 


Asp 


Leu 


Lys 


Tyr 


Ser 


Tyr 


Arg 


Phe 


Val 


Cys 


Asp 


Glu 


129 


145 










150 










155 










160 
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131 


His 


Tyr 


Tyr 


Gly Glu 


Gly Cys 
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Val 
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Asp 


132 










165 










170 










175 




134 


Ala 


Phe 


Gly 


His 


Phe 
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Glu 


Arg 
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Glu 
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137 


Pro 


Gly 


Trp 


Lys 


Gly 


Pro 


Tyr 


Cys 
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141 


<210> SEQ ID NO 


3 
























142 


<211> LENGTH: 520 
























143 


<212> TYPE: 


PRT 


























144 


<213> ORGANISM: 


Homo sapiens 
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<400> SEQUENCE: 


3 
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Ser 


Gly 


Val 


Phe 


Glu 


Leu 


Lys 


Leu 


Gin 


Glu 
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Val 
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Lys 


Lys 


Gly 


.14 8 
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Pro 
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Ala 
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Ser 


Val 


Ser 


Pro 
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Pro 


Pro 
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Ser 
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Val. 


Thr 


Pro 
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Trp 
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Leu 


Ala 
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Trp 
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Trp 


Gly 
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Leu 
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Gin 
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Leu 
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Tyr 


Cys 


Thr 
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260 










265 










270 






198 


His 


His 


Lys 


Pro 


Cys 


Lys 


Asn 


Gly 


Ala 


Thr 


Cys 


Thr 


Asn 


Thr 


Gly 


Gin 


199 






275 










280 










285 








201 


Gly 


Ser 


Tyr 


Thr 


Cys 


Ser 


Cys 


Arg 


Pro 


Gly 
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Thr 


Gly 


Ala 


Thr 


Cys 
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977 
Ail 


Gin 


Arg - 
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Trn 
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Asp 


ucu 


His 


Cp r* 
kJCi 
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Arg 
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Glu 
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290 
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no 


\J _L \A 


\J J. 11 


Wl G 
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ul J 


tr lie 


y o 


nop 


uy & 


Pro 
riw 


yiy 


UlU 


v— y o 


uy o 


^— y o 


293 




210 










215 










220 










9 Q S 

z j j 


& rrr 


v ai 




irp 


Vjlll 


uiy 


Arcj 


lyr 


tyo 


Asp 


C. 1 n 
ulU 


tyo 


Tl <=> 
lie 


Ar^" 


iyr 


P T*0 

r*l (J 


^ -3 U 


225 










Xj J \J 










iO J J 












z ^ o 






Leu 


tlH G 

nib 


('Zl v 


1 111 


^_y o 


bill 




rl U 


irp 




L-y fa 


Asn 


v_-y ib 


ulll 


299 










245 










250 










255 






UlU 


uiy 


Trp 


Pl tr 

oxy 


uiy 


Leu 






Asn 


fin 
olll 


Asp 


Leu 


Asn 


Tyr 


L»y a 


Tnr 


302 








\j \j 










265 










97n 








til. a 


II -i c 


Lys 


IT X (J 


uya 


Lys 


Asn 




£-ilCL 


T 1 V» T* 

1 111 




T Vi v 
1 111 


Asn 


-L 111 


vjiy 


Tin 
ulil 


305 






275 










280 










285 








i o 7 


PI v 


Odl 




Th t 

J. Ill 


v-y o 


OC1 


y o 


7A T*rr 
nl y 


Prn 
ri u 


\j iy 


Tvr 

iyr 


T h r 

-L 111 


uiy 


Al a 

nlQ 


TVi r 
j. ill 


V— y & 


308 




290 










295 










300 














T.on 
ucu 




±1C 




{^1 11 


jr O 


Asp 


Drn 


C £i 


Pro 

IT 1 W 


v_ y o 


Lys 


Asn 


u iy 


vjiy 


311 


305 










310 










315 










320 


313 


Ser 


V— _y o 


Thr 


Ago 

nop 


Leu 


Glu 


Asn 


Ser 


Tvr 


Ser 


Cys 


Thr 


Cys 


Pro 


Pro 


Gly 


314 










325 










330 










335 




316 


Phe 


± yi 


VJ-L 


r.v g 


Tl <=» 


^-y o 


Glu 


Leu 


Ser 


Ala 


Met 


Thr 


PVQ 


Ala 


Ago 

nop 


fil V 

u j.y 


317 








340 










345 










350 






319 


Pro 


Cys 


Phe 


Asn 


Gly 


Gly 


Arcj 


Cys 


Ser 


Asp 


Ser 


Pro 


Asp 


Gly 


uiy 


Tvt 
x y i 


320 






355 










360 










365 








J £t & 


Cc» -r 
OCl 


PVG 
\-JJ o 


nx. y 


o 


Pro 


v ax 




Tvr 


OCl 




Phe 


A G 1*1 
noli 


Pvg 
\-»y o 


fill! 
UlU 


T,VG 

uy o 


T.VG 

uy o 


323 




370 










375 










380 










O £i J 


1 1 C 


& an 
noJJ 


iyr 


\-y Id 


Qav 

o ci 


O ei 


Cor 


Pro 
riU 


V— y a 


OCl 


A GO 
noil 


m v 


A 1 Pi 
nla 


l*y o 


\^ y o 


Va 1 
v d i 


326 


385 










390 










395 










400 


o ^ o 


A Cfl 

no|J 






A GO 

nop 


Bl a 
nlu 


T Vr 

iyx 


UeLl 


P VG 

y & 


A rrr 
m y 


PVQ 

■Y 




Ala 

nlu. 


V 
Vj Ijr 


lr lie 


JCi 


C 1 v 
uiy 


-J £• -7 










AOS 










a i n 

*± 1 V 










*± i j 




J J X 


& rrr 
ni y 


nio 




7A o n 
nop 


& eo 
nop 


A G Tl 


val 


A GO 
nop 


& GO 
nop 




Ala 


Ocl 


Cat- 
OCl 


Pro 

c 1 \J 


y o 


Alp 

nla 


332 








420 










425 










430 






334 


Asn 


Gly 


Gly 


Thr 


Cys 


Arg 


Asp 


Gly 


Val 


Asn 


Asp 


Phe 


Ser 


Cys 


Thr 


Cys 


335 






435 










440 










445 








337 


Pro 


Pro 


Gly 


Tyr 


Thr 


Gly 


Arg 


Asn 


Cys 


Ser 


Ala 


Pro 


Val 


Ser 


Arg 


Cys 


338 




450 










455 










460 










340 


Glu 


His 


Ala 


Pro 


Cys 


His 


Asn 


Gly 


Ala 


Thr 


Cys 


His 


Glu 


Arg 


Gly 


His 


341 


465 










470 










475 










480 


343 


Arg 


Tyr 


Val 


Cys 


Glu 


Cys 


Ala 


Arg 


Gly 


Tyr 


Gly 


Gly 


Pro 


Asn 


Cys 


Gin 


344 










485 










490 










495 




346 


Phe 


Leu 


Leu 


Pro 


Glu 


Leu 


Pro 


Pro 


Gly 


Pro 


Ala 


Val 


Val 


Asp 


Leu 


Thr 


347 








500 










505 










510 






349 


Glu 


Lys 


Leu 


Glu 


Gly 


Gin 


Gly 


Gly 


Pro 


Phe 


Pro 


Trp 


Val 


Ala 


Val 


Cys 
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Please Note; 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 

Seq#:l; Xaa Pos . 2, 3, 4 , 7, 8, -9 , 11, 12, 13, 20, 24 , 25, 27, 28, 29, 31, 32 , 33, 35 , 36 , 39 
Seq#:l; Xaa Pos. 41,42 
Seq#:16; N Pos. 12 

Seq#:40; Xaa Pos. 1,2,4,5,6,9,10,11,13,14,15,22,26,27,29,30,31,33,34,35,37 
Seq#:40; Xaa Pos. 38,41,43,44 
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VERIFICATION SUMMARY DATE: 03/07/2002 

PATENT APPLICATION: US/09/995 , 593A TIME: 13:06:12 

Input Set : A:\Kp8447dv.app 

Output Set: N:\CRr3\03072002\l995593A.raw 

L:ll M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:85 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 1 after pos . : 0 
L:88 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 1 after pos.:16 
L:91 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 1 after pos.:32 
L:1867 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 16 after pos.:0 
L:2211 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:40 after pos.:0 
L:2214 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:40 after pos.:16 
L:2217 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:40 after pos.:32 
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